This research was conducted with the objective of assessing the trait association and direct and indirect effects of yield related traits on grain yield of upland rice genotypes. A total of 23 rice genotypes evaluated in randomized complete block design with three replications in 2017 main cropping season at Pawe and Assosa. Grain yield exhibits highly significant (p ≤ 0.01) positive genotypic correlation with days to maturity (rg=0.61), kernel length (rg=0.55) and plant height (rg=0.59) at both locations, grain yield showed significant positive phenotypic correlations with plant height (rp=0.44) and thousand grain weight (rp=0.29). The genotypic path coefficient analysis at Pawe revealed that days to maturity, plant height and length width ratio exerted highest positive direct effect on grain yield and at Assosa thousand grain weight and panicle length exerted positive direct effect on grain yield at phenotypic level. The existence of strong positive correlation between grain yield and other traits helps in identifying traits that could be used for indirect selection for the improvement of grain yield. Therefore, to facilitate selection in breeding for high yield and other desirable traits, it is logical to examine various components and give more attention to those having the greatest influence on grain yield.
INTRODUCTION

MATERIALS AND METHODS
The experiment was conducted at two locations, 
Data Analysis
Phenotypic (r p ) and genotypic (r g ) correlations between two traits were estimated using the formula suggested by Johnson et al. (1955) and Singh and Chaudhury (1985) . The calculated phenotypic correlation value was tested for its significance using t-test: t = r ph /SE (r p ), Where, r p = Phenotypic correlation; SE (r p ) = Standard error of phenotypic correlation obtained using the following formula (Sharma, 1998) .
Where, n is the number of genotypes tested, r 2 p is phenotypic correlation coefficient.
The coefficients of correlations at genotypic levels were tested for their significance by the formula described by Robertson (1959) as indicated below: t = r gxy / SEr gxy2, The calculated ''t'' value was compared with the tabulated ''t'' value at (n-2) degree of freedom at 5% level of significance. Where, n is number of genotypes. (2012) also reported days to maturity were positively and significantly correlated with days to 50% flowering.
Kernel length and length width ratio also showed highly significant positive genotypic correlation with days to heading and days to flowering at Assosa. 
Path Coefficient Analysis
The genotypic path coefficient analysis at Pawe revealed that days to maturity, plant height and length width ratio exerted highest positive direct effect on grain yield. Khare et al. (2014) also reported days to maturity and plant height exerted highest positive direct effect on grain yield. Length width ratio (9.548)
had maximum positive direct effect on grain yield followed by plant height (0.961) and days to maturity (0.436) while kernel length had maximum negative direct effect on grain yield followed by days to heading and days to flowering. Days to heading, days to flowering and kernel length were positively correlated with grain yield but their direct effects were negative, indicating that indirect effects would be the cause of correlation. In this situation, the indirect causal factors were to be considered simultaneously for selection.
Therefore, it would be better to consider the other traits that showed high indirect effect on grain yield. yield. Therefore, it is suggested that preference should be given to these characters in the selection programme to isolate superior lines with genetic potentiality for higher yield in rice genotypes. Hence, the information generated from this study, rice breeder can be exploited for future rice breeding program. The study was also carried out for one season and at two locations. However, further evaluation of these breeding materials at more locations and year is advisable to confirm the promising results observed in the present study.
